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36791 810 bp DNA PRI 30-S 

CDS from: Homo sapiens TCF-1 gene. 

36791 

36791 

T-cell transcription factor; transcription factor, 
human . 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Eu 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; H 

1 (bases 829 to 2134) 

van de Wetering,M., Oosterwegel , M . , Holstege,F., Dooye 
Suijkerbuijk,R. , Geurts van Kessel,A. and Clevers,H. 
The human T cell transcription factor- 1 gene. Structur 
localization, and promoter characterization 
J. Biol. Chem. 267 (12), 8530-8536 (1992) 
92 2 35082 

2 (bases 829 to 2134) 

Van de Wetering,M., Castrop,J., Korinek,V. and Clevers 
Extensive alternative splicing and dual promoter usage 
Tcf-1 protein isoforms with differential transcription 
properties 

Mol. Cell. Biol. 16 (3), 745-752 (1996) 
96182076 

3 (bases 829 to 2134) 
Van de Wetering, M . L . 
Direct Submission 

Submitted ( 07 -JAN- 1992 ) M.L. Van De Wetering, Departme 
Immunology, P.O. Box 8550, 3508 GA Utrecht, THE NETHER 

Location/Qualifiers 

1..810 

/gene="TCF-l" 
1. .96 

/gene="TCF-l" 
/ number =1 
1. .810 

/gene= M TCF-l" 
/codon_start=l 
/protein_id= " CAB 56 7 95 . 1 " 
/ db_xr e f = " GI : 6 0 0 6 5 6 5 " 

/translation "MYKETVYSAFNLLMHYPPPSGAGQHPQPQPP 
LSLYEHFNSPHPTPAPADISQKQVHRPLQTPDLSGFYSLTSGSMG 
LMLGSGVPGHPAAIPHPAIVPPSGKQELQPFDRNLKTQAESKAEK 
FML YMKEMRAKV I AE CTL KE S AA I NQ I LGRR WHAL S RE E Q AKY YE 

PGWSARDNYGKKKRRSREKHQESTTETNWPRELKDGNGQESLSMS 
<97. .97 

/gene="TCF-l'» 
/number =1 
97. .201 
/gene="TCF-l" 



http://ww.ncbi.nlm.nih.gov/cgi-bin/Entrez/getfeat?gi=36791&id=l&entit^^ 
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/number =2 

exon 2 02 . .2 91 

/gene="TCF-l" 
/number =3 

exon 2 92 . .411 

/gene="TCF-l" 
/ number =4 

exon 412.. 573 

/gene="TCF-l" 
/ number =5 

exon 574.. 681 

/gene="TCF-l" 
/ number =6 

exon 682 . . 729 

/gene="TCF-l" 
/number =7 

exon 730.. 810 

/gene="TCF- 
/number=8 

BASE COUNT 207 a 276 c 

ORIGIN 

1 atgtacaaag agaccgtcta 
61 ggagcagggc agcaccccca 
121 ggtgtccccc aactctctct 
181 gcggacatca gccagaagca 
241 tactccctga cctcaggcag 
301 ccatccttga tgctaggttc 
361 attgtgcccc cctcagggaa 
421 gcagagtcca aggcagagaa 
481 ttcatgctgt acatgaagga 
541 agcgctgcca tcaaccagat 
601 gccaagtact atgagctggc 
661 tggtcagcgc gggacaacta 
721 tccaccacag agacaaactg 
781 tccatgtctt cttcctctag 

// 



1" 

200 g 

ctccgccttc 
gccgcagccc 
ctacgaacat 
agttcacagg 
catggggcag 
tggtgtacct 
gcaggagctg 
ggaggccaag 
gatgagagcc 
cctgggccgc 
ccgcaaggag 
cgggaagaag 
gcccagagaa 
cccagcttga 



127 t 

aatctgctca 
ccgctgcaca 
ttcaacagcc 
cctctgcaga 
ctcccccaca 
ggtcacccag 
cagcccttcg 
aagccaacca 
aaggtcattg 
aggtggcacg 
aggcagctgc 
aagaggcggt 
ctcaaggatg 



tgcattaccc 
aggccaatca 
cacatcccac 
cccctgacct 
ctgtgagctg 
cagccatccc 
accgcaacct 
tcaagaagcc 
cagagtgcac 
cgctgtcgcg 
acatgcagct 
cgagggaaaa 
gtaatggaca 
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